
Table 2b. Linkage disequilibrium analysis of 23 SNPs in DRD2 using HelixTreeR (n=105) 
   

  1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 
1                         
2 1.000                        
3 0.897 0.649                       
4 0.175 0.972 0.011                      
5 0.917 1.000 0.797 0.928                     
6 0.914 0.910 0.988 0.899 0.958                    
7 0.917 1.000 0.797 0.928 1.000 0.958                   
8 0.214 0.960 0.023 1.000 0.880 0.839 0.880                  
9 0.374 0.253 0.423 0.002 0.298 0.260 0.298 0.381                
10 0.354 0.005 0.304 0.428 0.243 0.189 0.243 0.3690.949               
11 0.997 1.000 0.021 0.309 0.986 0.982 0.986 0.2460.0221.000              
12 0.836 0.091 0.236 0.689 0.146 0.120 0.146 0.5660.9960.9960.931             
13 0.275 0.091 0.353 0.869 0.030 0.011 0.030 0.7660.9950.7300.7260.959            
14 0.251 0.057 0.308 0.956 0.025 0.006 0.025 0.9260.9950.9950.9480.9571.000           
15 0.248 0.125 0.351 0.882 0.039 0.022 0.039 0.7900.9960.7380.7460.9591.0001.000          
16 0.359 0.180 0.795 0.346 0.370 0.286 0.370 0.2531.0001.0001.0000.9211.0001.0001.000          
17 0.227 0.105 0.364 0.889 0.041 0.025 0.041 0.8050.9960.9970.9730.9601.0001.0001.000 1.000         
18 0.307 0.018 0.311 0.437 0.196 0.138 0.196 0.3800.9490.9740.9100.9940.7160.9950.724 1.000 0.996       
19 0.227 0.105 0.364 0.889 0.041 0.025 0.041 0.8050.9960.9970.9730.9601.0001.0001.000 1.000 1.0000.996      
20 0.225 0.188 0.261 0.303 0.088 0.026 0.088 0.2300.8330.8320.8010.9960.7700.9960.777 0.682 0.9980.8570.998     
21 0.294 0.007 0.760 0.262 0.272 0.163 0.272 0.1630.9010.8620.8230.9091.0001.0001.000 0.932 1.0000.8611.0000.962    
22 0.201 0.188 0.261 0.303 0.049 0.069 0.049 0.2300.8330.8320.8010.9940.7370.9950.746 0.718 0.9970.8570.9970.9760.961   
23 0.789 0.115 0.154 0.679 0.103 0.037 0.103 0.5430.9980.9990.9861.0000.8220.8480.820 0.551 0.8550.9980.8550.9990.5560.998  

The SNPs are ordered from 1-23 as listed in Table 1 of the main text. All SNPs were in Hardy-Weinberg equilibrium in the Stanley 
cohort, except for SNP23 (rs1800497) (P = 0.03). 


